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INTRODUCTION

Genetic counselling and testing have become integral
components of cancer care, particularly for gynaecologic
cancers such as endometrial and ovarian cancer. These services
are crucial for identifying hereditary cancer syndromes, guiding
treatment decisions, and informing patients and their families
about cancer risks. However, disparities in access to and
utilization of genetic services have been reported, often linked
to racial and socioeconomic factors. This article presents the
findings of a retrospective cohort study that examined the use
of point-of-care genetic counseling and testing for endometrial
and ovarian cancer in a diverse patient population, revealing
no significant racial disparities [1].

DESCRIPTION

Genetic counselling and testing for cancer susceptibility
genes, such as BRCA1, BRCA2, and mismatch repair (MMR)
genes, play a pivotal role in the management of gynaecologic
cancers. Point-of-care genetic counseling and testing refer
to the integration of these services within the clinical setting
where patients receive their oncology care. This approach
aims to streamline the process, reduce barriers, and ensure
timely access to genetic information. The implementation
of point-of-care services has the potential to address some
of the disparities seen in traditional referral-based models.
This retrospective cohort study was conducted at a large,
urban tertiary care center with a diverse patient population.
The study included women diagnosed with endometrial or
ovarian cancer who received point-of-care genetic counseling
and testing between 2015 and 2023. Patients were identified
through electronic medical records. Descriptive statistics were
used to summarize demographic and clinical characteristics.

Chi-square tests and logistic regression analyses were
conducted to evaluate the association between race and the
utilization of genetic counseling and testing. A p-value of <0.05
was considered statistically significant. A total of 1,200 patients
were included in the study. The cohort was racially and
ethnically diverse, with 40% identifying as non-Hispanic white,
30% as African American, 20% as Hispanic, and 10% as Asian
or other ethnicities. The mean age of the cohort was 58 years.
Socioeconomic status and insurance coverage varied, with
60% of patients having private insurance, 30% on Medicare or
Medicaid, and 10% uninsured. Overall, 90% of patients were
referred for genetic counseling, and 85% completed genetic
testing. The completion rates were similar across racial groups:
88% for non-Hispanic whites, 84% for African Americans,
86% for Hispanics, and 82% for Asians. Logistic regression
analysis showed no significant association between race and
the likelihood of completing genetic counseling and testing
(p>0.05). Of the patients who completed genetic testing, 20%
were found to have pathogenic mutations, with BRCA1/2 and
MMR genes being the most commonly identified mutations.
The distribution of mutations did not significantly differ by
race. Follow-up actions, including changes in treatment plans
and referral of family members for genetic counseling, were
consistently implemented across all racial groups [2-5].

CONCLUSION

Further research is needed to explore the long-term outcomes
of integrating genetic counseling and testing into routine
oncology care. Studies should also examine patient satisfaction
and the impact of genetic information on treatment decisions
and family planning. Additionally, research should continue to
monitor for any emerging disparities and identify strategies
to address them. This retrospective cohort study provides
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evidence that point-of-care genetic counseling and testing can
be effectively implemented in a diverse patient population
without significant racial disparities. The integration of these
services within the clinical setting appears to enhance access
and utilization across all racial groups, contributing to equitable
cancer care. As genetic counseling and testing become
increasingly important in the management of gynecologic
cancers, healthcare providers must adopt strategies to ensure
that all patients, regardless of race or socioeconomic status,
can benefit from these critical services.
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