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INTRODUCTION
The Oropouche virus (OROV) stands as a silent yet potent threat 
in the realm of emerging infectious diseases, capable of causing 
outbreaks with significant public health implications. Named 
after the Oropouche River in Trinidad, where it was first isolated 
in 1955, this arbovirus belongs to the family Peribunyaviridae 
and genus Orthobunyavirus. While historically confined to 
South and Central America, recent decades have witnessed its 
emergence beyond these boundaries, raising concerns about 
its potential for global spread. OROV is transmitted primarily 
through the bite of infected Culicoides midges, although 
other mosquito species such as Aedes and Culex have been 
implicated as potential vectors. Its ability to infect a wide 
range of vertebrate hosts, including humans, mammals, and 
birds, contributes to its resilience and adaptability in diverse 
ecological settings. Despite its prevalence in sylvatic cycles 
involving forest-dwelling vertebrates and vectors, human 
activities such as deforestation, urbanization, and climate 
change have facilitated its transition into urban and peri-
urban environments, amplifying the risk of spillover into 
human populations. Oropouche virus (OROV) is an arbovirus 
transmitted primarily by biting midges of the Culicoides genus. 
It causes Oropouche fever in humans, characterized by fever, 
headache, muscle pain, and joint pain. Outbreaks have been 
reported in Central and South America, with increasing concern 
due to its potential for urban transmission and outbreaks.

DESCRIPTION
Clinically, OROV infections typically manifest as acute febrile 
illness characterized by symptoms such as fever, headache, 
myalgia, arthralgia, and rash. While most cases are mild and 
self-limiting, a subset of patients may develop more severe 
complications, including meningitis, encephalitis, and aseptic 
meningitis, necessitating hospitalization and intensive care 
management. Moreover, the nonspecific nature of its clinical 
presentation often poses diagnostic challenges, leading 
to under recognition and underreporting of OROV cases, 

particularly in regions where it is endemic. The diagnosis 
of OROV infection relies on laboratory methods such as 
reverse transcription-polymerase chain reaction (RT-PCR), 
viral isolation, and serological assays for detecting specific 
antibodies. However, the lack of widely available diagnostic 
assays and limited surveillance infrastructure in endemic areas 
further complicates its detection and monitoring, hindering 
timely public health interventions and outbreak control 
measures. Despite its significant impact on human health, 
no specific antiviral treatment or licensed vaccine exists for 
OROV. Management primarily focuses on supportive care to 
alleviate symptoms and prevent complications, underscoring 
the importance of vector control strategies as a cornerstone 
of disease prevention and control efforts. Integrated 
vector management approaches, including environmental 
modification, insecticide application, and community-based 
interventions, play a crucial role in reducing vector populations 
and interrupting transmission cycles. The emergence and 
spread of OROV highlight the complex interplay between 
ecological, environmental, and socio-economic factors in 
shaping the dynamics of infectious diseases. Climate change-
induced alterations in vector distribution and behavior, coupled 
with human encroachment into natural habitats, contribute 
to the ongoing risk of OROV emergence and reemergence in 
previously unaffected regions. Furthermore, globalization and 
increased connectivity facilitate the rapid dissemination of 
pathogens across borders, emphasizing the need for enhanced 
surveillance, collaboration, and preparedness at the national 
and international levels [1-4].

CONCLUSION
OROV exemplifies the evolving landscape of emerging 
infectious diseases, necessitating a multifaceted approach 
encompassing surveillance, research, and capacity-building 
initiatives to mitigate its impact on public health. Addressing 
the underlying drivers of its emergence and transmission is 
paramount in preventing future outbreaks and safeguarding 
global health security against emerging viral threats.
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